ABSTRACT Edwardsiella ictaluri is a significant pathogen of cultured fish, particularly channel catfish. Here, we present the complete genome sequence of a multidrugresistant E. ictaluri strain, MS-17-156, isolated from diseased channel catfish. The genome sequence of this multidrug-resistant strain is expected to help us understand the molecular mechanism of antibiotic resistance in this important pathogen.
A/C) (17) , and Escherichia coli strain PG010208 (pPG010208) (18) . An E. ictaluri strain carrying the pEI-MS-17-156-1 plasmid would be potentially resistant to the three antimicrobial drugs (florfenicol, ormetoprim-sulfadimethoxine, and oxytetracycline) that are presently approved for use in aquaculture in the United States. In-depth analysis of this genome is expected to increase our understanding of the mechanisms of antibiotic resistance in E. ictaluri, which would facilitate combating antibiotic resistance and promote antibiotic stewardship programs. Accession number(s). The complete genome sequences of E. ictaluri strain MS-17-156 and its two plasmids have been deposited in GenBank under the accession numbers CP028813 (chromosome), CP028814 (pEI-MS-17-156-1), and CP028815 (pEI-MS-17-156-2).
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